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ARF GAP GIT2, GRK-interacting protein 2, Git2,
si% Cool-interacting tyrosine-phosphorylated protein 2, Yigh: A, /MR, KE
CAT-2, G protein-coupled receptor kinase-interactor
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This gene encodes a member of the GIT protein family. GIT proteins interact with G fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
protein-coupled receptor kinases and possess ADP-ribosylation factor (ARF) GTPase-activating fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
protein (GAP) activity. This gene undergoes extensive alternative splicing; although ten EAREM 50%H MAVEA T MR,
transcript variants have been described, the full length sequence has been determined for only
four variants. The various isoforms have functional differences, with respect to ARF GAP activity
and to G protein-coupled receptor kinase 2 binding.
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IHC 1 GIT2 B (152 K1333276). IHC #7 GIT2 BA (S K1333276).
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