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ADAMTSL (a disintegrin and metalloproteinase with thrombospondin motifs 1), is the founding BERM: BREIZER 20°CTEEFE—F, SRk S5,
member of the family of secreted zinc proteases with a multidomain structure. The protein fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
precursor consists of a signal peptide and the following domains: pro, catalytic, disintegrinlike, EAREM 50%H MAVEA T MR,
TS type 1 motif, cysteine rich, spacer and a variable number of thrombospondin type 1 motifs.
Based on their substrate specificity, ADAMTS1 and associated family members may be key
enzymes in the degradation of cartilage leading to inflammation and arthritis.
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