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HMGA?2 belongs to the family of high mobility group with AT-hook DNA binding domain. HMGA
proteins are considered architectural transcription factors; they do not have direct
transcriptional activation capacity, but instead regulate gene expression by changing DNA
conformation through binding to AT-rich regions in the DNA and/or direct interaction with
other transcription factors . HMGA2 is abundantly and ubiquitously expressed and plays a
crucial role during embryonic development.
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IHC #3 HMGA2 B (185 K1334185). IHC 43l HMGA2 B (555 K1334185).
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