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Vacuolar protein sorting-associated protein 72 homolog (VPS72) is a 364 amino acid subunit of
the TRRAP/TIP60 HAT complex. VPS72 has also been identified as a subunit of a novel complex
containing SNF2-related helicase SRCAP (SWI2/SNF2-related CBP activator protein). This

SRCAP-containing complex is very similar to the S. cerevisiae SWR1 chromatin remodeling
complex. The involvement of VPS72 in these complexes has suggested that VPS72 plays
multiple roles in chromatin modification and remodeling in cells. VPS72 localizes to the
nucleus and is phosphorylated upon DNA damage, most likely by ATM or ATR.
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