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Mitochondrial 20 kDa outer membrane protein, YiFh. A, MR, KB
Outer mitochondrial membrane receptor Tomm?20,
kA Translocase of outer mitochondrial membrane 20 #%FEEL: 1:1000-1: 2000
homolog type I, KIAA00O16, MAS20, Toma20, N
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TOM20, also named as KIAA0016, belongs to the Tom20 family. It is a central component of the BERM: BREIZER 20°CTEEFE—F, SRk S5,
receptor complex responsible for the recognition and translocation of cytosolically synthesized fETERPR: & 0.15% ProClin300 BAEHI, 100 pg/mL 41
mitochondrial preproteins. Together with TOM22, TOM20 functions as the transit peptide BEEERM 500 RAVER R R,

receptor at the surface of the mitochondrion outer membrane and facilitates the movement of
preproteins into the TOM40 translocation pore. TOM20 is characterized as major docking
receptors to mediate the recognition by different mechanisms.
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WB #23Il TOMM20 ZEH (555 K1334443). ICC 2 TOMM20 ZH (555 K1334443)(4 %) . ICC #7 TOMM20 Z (555 K1334443) (4 ) .
¥ 22 RIPA R (71?% KSG2002) M EBMIZE A R 1¥uu Hela 41, 4% 2R HFEE (]S KSG1101) EE ¥ HePG2 481, 4% 2R HFEE (58S KSG1101) EE
170 3% BB 4 IH(53S KSGC310001);8F TBST ,ﬁ& 20 535, 20 53§,

ERFE 1/, £ 3% BSA (%5 KSGC305010) K PBS 3K, E $414): 3% BSA (385 KSGC305010) Y PBS AR, &
—i:1: 1000 BB, 4°C WEER. SRIEE 30 %, SBIEE 30 9%

31 HRP fRig L FE g%k IgG (H+L) (522 KB69909), 1 —r 1:1500 %1, 4°C BEER. —r 1: 1500 #%g, 4°C IBBEIER.
5000 #%, =BME 1 /). 3 HRRWLEHSR 1gG (H+L) (592 KB63909), 1: 3 AFRLEHS 1gG (H+L) (552 KB63909), 1
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