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V-ATPase subunit C 2, Vacuolar proton pump subunit
' C 2, Atpbv1c2, Atp6c2, Vacuolar H+ ATPase C2, VMA 5, Yigh: R, KE
8& Vacuolar proton pump subunit C 2, V type proton
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ATP6V1C2 encodes a component of vacuolar ATPase (V-ATPase), a multisubunit enzyme that EFEEMS: BREIZ B -20°CTE—F, Bk EFR.
mediates acidification of eukaryotic intracellular organelles. V-ATPase dependent organelle fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
acidification is necessary for such intracellular processes as protein sorting, zymogen EAREM 50%H MAVEA T MR,
activation, receptor-mediated endocytosis, and synaptic vesicle proton gradient generation.
This gene encodes alternate transcriptional splice variants, encoding different V1 domain C
subunit isoforms.
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