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In response to DNA strand breaks, chromatin adopts a relaxed structure due to the addition of fEFEEM: BREIZHE -20°CTEE—F, #RR SRR,
poly(ADP-ribose) (PAR) to chromatin proteins by PARP enzymes, and this relaxation facilitates fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
the repair of DNA damage. CHD1L interacts with PAR and has a role in chromatin relaxation BEEERM 500 H AR ENR.
following DNA damage.DNA helicase which plays a role in chromatin-remodeling following DNA
damage. Targeted to sites of DNA damage through interaction with poly(ADP-ribose) and
functions to regulate chromatin during DNA repair.
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IHC 163 CHD1L E (52 K1335040). IF #37 CHDIL BRI (552 K1335040)(41) .
Han: NEREN, 4%SRFE (525 KSGL101) EIE B KEM, 4%SREAE (S KSG1101) BEIE
12-24 /)\B, 12-24 /B,
MBREE: Tris-EDTA UREE & (pH 9.0) (KSG1203), MEREE: Tris-EDTA URIEE & (pH 9.0) (KSG1203),
98°C, 20 5354, 98°C, 20 735,
—Hi: 1: 1300 %%, 4°C FEIR. £14: 3% BSA (515 KSGC305010) # PBS &K, =
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