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The activation of gene transcription is a multistep process that is triggered by factors that fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
recognize transcriptional enhancer sites in DNA. These factors work with co-activators to direct fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
transcriptional initiation by the RNA polymerase Il apparatus. The protein encoded by CRSP6 is EAREM 50%H MAVEA T MR,
a subunit of the CRSP (cofactor required for SP1 activation) complex, which, along with TFIID,
is required for efficient activation by SP1. This protein is also a component of other
multisubunit complexes e.
S
IHC %1 TRAP8O EE(‘?% K1335169). ' IF #37 TRAP8O BE (552 K1335169)(41) . IHC % TRAP80 (S K1335169).
P NERT, 4%Z KRB (555 KSG1101) BEE 8 AT, 02 ERE (55 KSG1101) EE i KEEN, 4%ZRARE (55 KSG1101) EE
12-24 1\B, 12-24 /)\BY. 12-24 /B,
RBEE: Tris-EDTA FURMEER (pH 9.0) (KSG1203),  HURMES: Tris-EDTA HURIEE K (pH 9.0) (KSG1203),  HFIEE: Tris-EDTA RIS (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 53§4. 98°C, 20 53§4.
—41:1: 1000 #%5%%, 4°C EIR. A 3% BSA (535 KSGC305010) HY PBS A&, = —41:1: 1000 %%, 4°C EIR.
ZHt S-vision BB AR SR _HLFHSK) MMEE (5 BIFE 30 5. —#t S-vision LRAK SR _(ILFn%) BAR (&
S KB3906), ZE:BFE 20 575, —f‘ l 1000 %%, 4°C HEEER. S KB3906), ZE:BMFE 20 575H.
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