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Nuclear matrix protein 200, PRP19/PSO4 homolog, iR A
F11E4 RING-type E3  ubiquitin  transferase  PRP19, TR 1. 1.
Senescence evasion factor, Prp19, Snev, Prpf19 HRRELL: 1:1000-1:2000
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Beside its role in pre-mRNA splicing PRPF19, as part of the PRP19-CDC5L complex, plays a role fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
in the DNA damage response/DDR. It is recruited to the sites of DNA damage by the RPA fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
complex where PRPF19 directly ubiquitinates RPA1 and RPA2. 'Lys-63'-linked EAREM 50%H MAVEA T MR,

polyubiquitination of the RPA complex allows the recruitment of the ATR-ATRIP complex and
the activation of ATR, a master regulator of the DNA damage response.
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WB h,u PRP19 (9 (5 K1335424). IHC #7 PRP19 B (555 K1335424). IHC ¥ PRP19 §E| (555 K1335424).
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