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VDACL, also named as VDAC, porin 31HM, porin 31HL and plasmalemmal porin, belongs to the fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
eukaryotic mitochondrial porin family. It adopts an open conformation at low or zero fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
membrane potential and a closed conformation at potentials above 30-40 mV, to form a BEEERM 500 H AR ENR.

channel through the mitochondrial outer membrane and also the plasma membrane. Unlike
other membrane transport proteins, porins are large enough to allow passive diffusion. Studies
have shown that VDAC1 is subject to both phosphorylation and acetylation.
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WE 131 VDACL/Porin B (85 K1335817). IHC #31I VDACL/Porin EE(5S K1335817). HC #3 VDACl/Porln BE(HS K1335817).
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—31: 1: 500 #5%%, 4°C B8R, 98°C, 20 3 ¥f. 98°C, 20 43¥4.
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