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ETV6 is the prototype member of a family of genes identified on the basis of homology to the fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
v-Ets oncogene isolated from the E26 erythroblastosis virus. Members of the Ets gene family fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
exhibit varied patterns of tissue expression and share a highly conserved carboxy terminal EAREM 50%H MAVEA T MR,

domain containing a sequence related to the SV40 large T antigen nuclear localization signal
sequence. This conserved domain is essential for Ets-1 binding to DNA and is likely to be
responsible for the DNA binding activity of all members of the Ets gene family.

IHC &3 ETV6/Tel BEI(55S K1336246). IHC #31 ETV6/Tel BE (IS K1336246). IHC &3 ETV6/Tel BE(55S K1336246).
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