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MCAD, Acadm, ACADl, Acyl coenzyme A F&REEL: 1:2000-1: 3000
154 dehydrogenase, MCADH, Medium chain acyl CoA BEMERE
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ACADM protein is a medium chain specific (C4 to C12 straight chain) acyl Coenzyme A BERM: BREIZER 20°CTEEFE—F, SRk S5,
dehydrogenase. The enzyme catalyzes the initial step of the mitochondrial fatty acid beta fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
oxidation pathway. ACADM expression is induced during periods of fasting, when reliance on EAREM 50%H MAVEA T MR,
fatty acids for energy is increased. Clinical phenotypes are associated with ACADM hereditary
deficiency.
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1?;; AB, 4%ZREE (555 KSG1101) EIE 12- 24 1%%4 /j\gf:}m:, 4%ZREBEE (55 KSG1101) EE §¥2u54 jj(klil:}ﬁ 4%ZREAEE (535 KSG1101) EE
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MRES: Tris-EDTA FiRIEE &K (pH 9.0) (KSG1203), MBREE: Tris-EDTA FURIEE & (pH 9.0) (KSG1203), MRES: Tris-EDTA FURIEE & (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 735, 98°C, 20 53 §4.
F17: 3% BSA (58S KSGC305010) Y PBS AR, E $: 3% BSA (555 KSGC305010) B PBS AR, = F17: 3% BSA (58S KSGC305010) Y PBS &R, E
B 30 8. RS 30 % B 30 8.
—#‘ 1: 1000 #%%, 4°C IEEER. —f‘ 1:1000 #%3%, 4°C FEER. —%‘ 1: 1000 #%%, 4°C IEEER.
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