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Recruits TFIIH to the initiation complex and stimulates the RNA polymerase Il C-terminal BERM: BREIZER 20°CTEEFE—F, SRk S5,
domain kinase and DNA-dependent ATPase activities of TFIIH. Both TFIIH and TFIIE are fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
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= RIEE 1. HE{EE: Tris-EDTA FBEER(pH 9.0) (KSG1203),  HUREE: Tris-EDTA HREER(pH 9.0) (KSG1203),
—41: 1: 1000 #%5%%, 4°C WEIR. 98°C, 20 53§4. 98°C, 20 3.
ZH1: HRP #RICWLFHTR 1gG (H+L) (535 KB69909), 1:  £iF: 3% BSA (£35S KSGC305010) HY PBS A&, = F17: 3% BSA (58S KSGC305010) Y PBS &R, E
5000 %%, ZREE 1 /8. BIEE 30 D% BREE 30 9.
—#* 1: 3300 #%#, 4°C HEER. —%* 1:3300 #%#, 4°C IEBEER.
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