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The FOX family of transcription factors share a common DIUA binding domain termed a
winged-helix or forkhead domain. Many FOX proteins play important roles in development,
metabolism, cancer and aging. In skeletal muscles, undifferentiated myogenic stem cells
(satellite cells) can mobilize to regenerate myofibers in response to injury. FOXK1 is expressed
in these cells and regulates cell cycle progression through an interaction with its downstream

target the cyclin-dependent kinase inhibitor p21 (CIP).
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