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2% STRAD alpha, STE20-related adapter protein, Strada, R A, DR, KR
Lyk5, Strad #FELL: 1:500-1: 1000
®EE KLH f8BX#/\& STRAD &Rk BAMEAES
Uniprot ID Q3UUJ4 - " w
AR IgG IHC/IF RBBLENE/RBRA
#ifkA = ERA vk R, KR
AR RE (i AR, X fTELL: 1:600-1: 1200
NS FE | MNSFE  48kDa/48kDa PRMEE SR SBEAN
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LYK5 is a novel pseudokinase member of this family consisting of a STE-20 like kinase domain BERM: BREIZER 20°CTEEFE—F, SRk S5,
but lacks several residues that are required for its catalytic activity. It specifically binds LKB1 fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
and plays a key role in regulating the tumor suppressor activities of LKB1. It functions as an BEEERM 500 H AR ENR.
upstream activator of LKB1 and also directs the sub-cellular localization of LKB1 by anchoring
itin the cytoplasm. LYK5-LKB1 interaction results in phosphorylation of LYK5 and enhanced
autophosphorylation of LKB1.
2y
IF # STRAD = (55 K1336624)(4I&) . IF #37 STRAD (S K1336624)(4I) .
B NEEEEAN, 4%ZREE (555 KSG1101) BEE  #Ha: KRB, 4%2REE (58S KSG1101) EE
12-24 1)\B, 12-24 /)\BY.
MRES: Tris-EDTA FiRIEE & (pH 9.0) (KSG1203), MBREE: Tris-EDTA FURIEE & (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 53§4.
F17: 3% BSA (58S KSGC305010) Y PBS AR, E $: 3% BSA (555 KSGC305010) B PBS AR, =
BIEE 30 9. _ BIEE 30 %
—H1: 1: 900 #5%%, 4°C B ER. —31: 1: 900 #1%, 4°C B IR,
ZH: Cy3 #RIBLUZERR 1gG (H+L) (535 KB63909), 1: ZH: Cy3 ﬁ?ialll_iﬁﬁ 1gG (H+L) (525 KB63909), 1:
300 #%FE, EREE 1 /). 300 #%%E, ERMWBE 1/,
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