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PABP-2, Poly(A)-binding  protein 2, Nuclear
Si% poly(A)-binding protein 1, Poly(A)-binding protein II, Yigh: A, /MR, KE
PABII, Polyadenylate-binding nuclear protein 1,
Pabpnl, Pab2, Pabp2 T 1. RE
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This gene encodes an abundant nuclear protein that binds with high affinity to nascent poly(A) EERMS: BREIZ B -20°C T EE—F, BRRkEFER.
tails. The protein is required for progressive and efficient polymerization of poly(A) tails at the fETERPR: & 0.15% ProClin300 BAEHI, 100 pg/mL 41
3' ends of eukaryotic transcripts and controls the size of the poly(A) tail to about 250 nt. At EAREM 50%H MAVEA T MR,

steady-state, this protein is localized in the nucleus whereas a different poly(A) binding protein
is localized in the cytoplasm.
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IF 1M PABPN1 & (555 K1336798)(L) . IF # PABPN1 & H (555 K1336798)(4I&) . IF 11 PABPN1 EH (555 K1336798)(L) .
i ASIUE, 4%SRFE (S KSG1101) EE Ha: DREN, 4%SREE (555 KSG1101) EE Hin: KR, 4%SRPE (525 KSG1101) EE
12-24 /\BY. 12-24 /]\BY. 12-24 /\BY.
HRIEE: Tris-EDTA FUREER(pH 9.0) (KSG1203), HRIESE: Tris-EDTA FURIEE R (pH 9.0) (KSG1203), HRIEE: Tris-EDTA FUREER(pH 9.0) (KSG1203),
98°C, 20 S3%4. 98°C, 20 73%4. 98°C, 20 S3%4.
F14): 3% BSA (535 KSGC305010) B9 PBS AWK, =& ##:3% BSA (55 KSGC305010) HYPBS AR, &  ##: 3% BSA (585 KSGC305010) By PBS AR, =
RIEE 30 . B 30 2% BIEE 30 9.
—f‘ 1: 1800 ##, 4°C HEIR. —f‘ 1: 1800 ##%, 4°C WEIRK. —f‘ 1: 1800 %%, 4°C FEIK.

3 tREILE AR IgG (H+L) (535 KB63909), 1: 3 *TlEIJ.Iif'% 18G (H+L) (535 KB63909), 1: 3 tREILE AR IgG (H+L) (535 KB63909), 1
300 ﬁ%yx TRIEE 1/ 300 ﬁﬁv’z ERIEE 1/)0\8. 300 %%yx TREE 1/
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