c

COOKBIO #&Ehiz
o <
Anti-RAP2C RZ5[Em{F
O] =0]

L ORXYpYPN -20°C .
~miEs W FA

EQR2M Ras tH%XZ A Rap-2c IHC/IF ﬁ’ﬁéﬁéﬂﬂﬂ?/%ﬁﬁ%

& Rap2c . Eg e3

SRR KLH {BBXH0\E RAP2C & AR i A, N, AR

;:;;;;ZID lQiBLBl #HFFLL: 1:700-1: 4000

i - g

fBER Bl 1, FHMEREG: AISIRR, FRORRRE, BER

TEARRE (i AR, W
R fBTFESMG
Small GTP-binding protein which cycles between a GDP-bound inactive and a GTP-bound BERM: BREIZER 20°CTEEFE—F, SRk S5,
active form. May play a role in cytoskeletal rearrangements and regulate cell spreading fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
through activation of the effector TNIK. May play a role in SRE-mediated gene transcription. EAREM 50%H MAVEA T MR,
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IF #3 RAP2C ZH (S K1337272)(4I®) . IF 13 RAP2C BEH (555 K1337272)(4 ) . IF #3 RAP2C BB (XS K1337272)(4®) .
i ABIRERAE, 4%ZREEE (1S KSGL101) BEE & /DB, 4%ZRFE (525 KSG1101) EE i ARFITIER, 4%ZREEE (55 KSG1101) EE
12-24 1)\BY. 12-24 1)\B, 12-24 1)\BY.
HRIEE: Tris-EDTA HIREE M (pH 9.0) (KSG1203),  HRIEE: Tris-EDTA HIRIEER(pH 9.0) (KSG1203),  HIRIES: Tris-EDTA FIRIEE & (pH 9.0) (KSG1203),
98°C, 20 £3%h. 98°C, 20 S3%h. 98°C, 20 2%h.
$F): 3% BSA (32 KSGC305010) B PBS &%, £ i#: 3% BSA (355 KSGC305010) B PBS &K, & #i:3% BSA (52 KSGC305010) B9 PBS &%, =
BT 30 D, _ RIES 30 D BT 30 D, _
—H1: 1: 2400 1518, 4°C AR —1: 1: 2400 757, 4°C WETR. —H1: 1: 2400 %18, 4°C AR
ZH: Cy3 HHEWIEHISR 1gG (H+L) (552 KB63909), 1:  —#i: Cy3 4RICLUEHLR 1gG (H+L) (555 KB63909), 1 —#: Cy3 #TELLFEH%R 1gG (H+L) (55 KB63909), 1:
300 7%, EREE 1/ 300 #%%8, EEME 1/, 300 %%, ZEBHE 1/,
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