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SRR ATP {X#i RNA 588 DDX5 WB GiEENil
: DEAD box RNA helicase DEADL, mDEADL, DEAD box ik A, DR, KR
I protein 5, RNA helicase p68, Ddx5, Tnz2 FEREL: 1:1000-1: 2000
SRR KLH fBBX#9/)\B DDX5 & AERK -
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DEAD box proteins, characterized by the conserved motif Asp-Glu-Ala-Asp (DEAD), are putative BERM: BREIZER 20°CTEEFE—F, SRk S5,
RNA helicases. They are implicated in a number of cellular processes involving alteration of fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
RNA secondary structure such as translation initiation, nuclear and mitochondrial splicing, and EAREM 50%H MAVEA T MR,
ribosome and spliceosome assembly. This gene encodes a DEAD box protein, which exhibits
RNA-dependent ATPase and ATP-dependent RNA-unwinding activities.
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IF #1 DDX5 B (552 K1337656)(41) . IF #37 DDX5 BH (152 K1337656)(LI€) .
i NREHN, 4%SRAE (S KSG1101) EE B KREH, 4%SRFE (55 KSG1101) EE
12-24 1\B, 12-24 1)\BY.
MRES: Tris-EDTA FiRIEE & (pH 9.0) (KSG1203), MEREE: Tris-EDTA URIEE & (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 53§4.
F17: 3% BSA (58S KSGC305010) Y PBS AR, E $: 3% BSA (555 KSGC305010) B PBS AR, =
BIEE 30 9. _ BIEE 30 9%
—1: 1: 1000 #%%%, 4°C IFEER. —1: 1: 1000 #%%%, 4°C FEER.
ZH: Cy3 ARigLLEER 1gG (H+L) (528 KB63909), 1: ZH: Cy3 ﬁiem_iﬁ% 1gG (H+L) (525 KB63909), 1:
300 #%FE, EREE 1 /). 300 #%%E, ERMWBE 1/,
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