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Key regulator of the exon junction complex (EJC), a multiprotein complex that associates BERM: BREIZER 20°CTEEFE—F, SRk S5,
immediately upstream of the exon-exon junction on mRNAs and serves as a positional fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
landmark for the intron exon structure of genes and directs post-transcriptional processes in EAREM 50%H MAVEA T MR,
the cytoplasm such as mRNA export, nonsense-mediated mRNA decay (NMD) or translation.
Acts as an EJC disassembly factor, allowing translation-dependent EJC removal and recycling
by disrupting mature EJC from spliced mRNAs.
S
IF# PYM BE (152 K1338352)(41€) . IF #&37 PYM B (152 K1338352)(41) .
Hin: NRIY, 4%ZRPEE (525 KSG1101) EFE Ha DRER, 4%SREFE (55 KSG1101) EE
12-24 1\B, 12-24 1)\BY.
MRES: Tris-EDTA FiRIEE & (pH 9.0) (KSG1203), MEREE: Tris-EDTA URIEE & (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 53§4.
F17: 3% BSA (58S KSGC305010) Y PBS AR, E $: 3% BSA (555 KSGC305010) B PBS AR, =
JREE 30 D, _ BIEE 30 %
—1: 1: 4500 #%%%, 4°C IFEER. —1: 1: 4500 #%%%, 4°C FEER.
ZH: Cy3 ARigLLEER 1gG (H+L) (528 KB63909), 1: ZH: Cy3 #RiglERSR 186 (H+L) (535 KB63909), 1:
300 #%FE, EREE 1 /). 300 #%%E, ERMWBE 1/,
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