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Probably plays a role in facilitating the assembly of multimeric protein complexes inside the
endoplasmic reticulum. Involved in the correct folding of proteins and degradation of
misfolded proteins via its interaction with DNAJC10, probably to facilitate the release of

DNAJC10 from its substrate.

G

EERM: BREIZEIRE 20°CTHE—F, #RREFR.
fETFE MR & 0.15% ProClin300 B4, 100 ug/mL &1
BEEERM 500 RAVER R R,

Py
IHC hlnﬂ GRP78 BIP ﬁEI(L‘l

i AZLLBRE, 4%ZRARE (555 KSG1101) EE

12-24 /\BY.

nRES: Mﬂﬁ*ﬁfﬂ'ﬁ?&(?#} pH 6.0) (KSG1201),

98°C, 20 38
Z41/1: 1500 7518, 4°C WEAS
ZH: S-vision BEANZRT

(552 KB3903), Z=BME 20 ¢ (55

For Research Use

COOKBIO 45kt

= K236294)

IHC 431l GRP78 BiP B (572 K236294).
e R, 4% ZREE (555 KSG1101) EE

IHC 13 GRPTS BiP BE (S K236294).
o KB, 4% 2 REEE (552 KSG1101) EE

12-24 /B, 12-24 /)\B,
a;; JFC@%%*?EM?WFEK(?H pH 6.0) (KSG1201), #;)3{#‘2%?.9;7&@5% TURIEE R(TH, pH 6.0) (KSG1201),
B, —¥1: 1: 1500 #%%, 4°C [EEIR. —41: 1: 1500 5%, 4°C FEIR.

#(mi#d\m) ENFRY
KB3903), E:BFE 20 4

Only!

—$: S-vision Sk S ?;U.li}"d\m) BPFAZY

—$u: S-vision AN LR T“(IJJ¥T‘/J\Lu) BRFEEY
(885 KB3903), ERIFE 20 /7%h

Ver. No.: V1-202603

E\?iﬂﬂ‘éﬁiﬂi%ﬂ?ﬁﬁﬂﬁﬁﬁl www.cookbio.cn | 400-6027-270
B EN T RMFRATFEXSH ZB3I88S EMEL NIERR 221k



