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DAK is a member of the family of dihydroxyacetone kinases, which have a protein structure
distinct from other kinases. The product of this gene phosphorylates dihydroxyacetone, and
also catalyzes the formation of riboflavin 4',5'-phosphate (aka cyclin FMN) from FAD. Catalyzes
both the phosphorylation of dihydroxyacetone and of glyceraldehyde, and the splitting of
ribonucleoside diphosphate-X compounds among which FAD is the best substrate. Represses
IFIH1-mediated cellular antiviral response.
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