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TDG belongs to the TDG/mug DNA glycosylase family. TDG corrects G/T mispairs to G/C pairs. It
is capable of hydrolyzing the carbon-nitrogen bond between the sugar-phosphate backbone of
the DNA and a mispaired thymine. In addition to the G/T, it can remove thymine also from C/T
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and T/T mispairs in the order G/T >>C/T > T/T. It has no detectable activity on apyrimidinic
sites and does not catalyze the removal of thymine from A/T pairs or from single-stranded DNA.
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