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PSMA3(Proteasome subunit alpha type-3) is also named as HC8, PSC8 and belongs to the
peptidase T1A family. The proteasome is a multicatalytic protease complex that catalyzes an
energy-dependent, extralysosomal proteolytic pathway responsible for selective elimination of
proteins with aberrant structures and naturally occurring short-lived proteins related to
metabolic regulation and cell cycle progression. It has 2 isoforms produced by alternative
splicing.
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