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ATP synthase lipid-binding protein, ATPase protein 9,
IES ATPase subunit ¢, Atp5mc3, Atp5g3, ATP synthase Fh: R
membrane subunit ¢ locus 3
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Mitochondrial membrane ATP synthase (F1FO ATP synthase or Complex V) produces ATP from fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
ADP in the presence of a proton gradient across the membrane which is generated by electron fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
transport complexes of the respiratory chain. F-type ATPases consist of two structural BEEERM 500 H AR ENR.
domains, F1 - containing the extramembraneous catalytic core and FO - containing the
membrane proton channel, linked together by a central stalk and a peripheral stalk.
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