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LYVE-1, Cell surface retention sequence-binding
protein 1,  CRSBP-1,  Extracellular link YiFh A
1k domain-containing protein 1, Hyaluronic acid
receptor, CRSBP1, HAR, XLKD1, Lyvel, Crsbpl, Xlkd1, T . 9. .
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LYVEL has been identified as a major receptor for HA (extracellular matrix glycosaminoglycan fEFEEM: BREIZHE -20°CTEE—F, Bk SRR,
hyaluronan) on the lymph vessel wall. The deduced amino acid sequence of LYVEL predicts a fETFE MR & 0.15% ProClin300 B4, 100 ug/mL &1
322-residue type | integral membrane polypeptide 41% similar to the CD44 HA receptor with a EREEM 50%H AR PR

212-residue extracellular domain containing a single Link module, the prototypic HA binding
domain of the Link protein superfamily. Like CD44, the LYVE1 molecule binds both soluble and
immobilized HA.
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IHC 1 LYVEL B (52 K1340137) IHC 1 LWEL (5 K1340137). HC 1 LYVEL B (55, K1340137)
Fdh: AR, 4%ZREFE (555 KSG1101) BEE & NG, 4%ZRFE (155 KSG1101) EE i ARBKE, 4%ZRARE (555 KSG1101) EE
12-24 /7Y, 12-24 /)5BS, 12-24 /7B,
gg?c{i% ﬁgﬁaﬁ&‘ﬁ?fﬂgiﬁ(ﬂ% pH 6.0) (KSG1201), g‘éﬁcﬁ% TSRS S R(FH, pH 6.0) (KSG1201), g;@i% 9;—;@@’;#}?1@§,{§(2F*ﬁ pH 6.0) (KSG1201),
—¥1: 1: 800 #5¥%, 4°C B ER. —H71: 1: 800 %%F 4°C BEE®R —¥1: 1: 800 #5%%, 4°C EER.
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