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F1E4 kelch like 9 (Drosophila), KIAA1354, KLHL9 . .
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This gene encodes a protein that belongs to the kelch repeat-containing family, and contains fEFEEM: BREIZHE -20°CTEE—F, #RR SRR,
an N-terminal BTB/POZ domain, a BACK domain and six C-terminal kelch repeats. The encoded fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
protein is a component of a complex with cullin 3-based E3 ligase, which plays a role in mitosis. EAREM 50%H MAVEA T MR,

This protein complex is a cell cycle regulator, and functions in the organization and integrity of
the spindle midzone in anaphase and the completion of cytokinesis. The complex is required
for the removal of the chromosomal passenger protein aurora B from mitotic chromosomes.
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