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LYVE-1, Cell surface retention sequence-binding
protein 1,  CRSBP-1,  Extracellular  link Fh: R
R4 domain-containing protein 1, Hyaluronic acid
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LYVEL has been identified as a major receptor for HA (extracellular matrix glycosaminoglycan fEERM: BKEIZHRE 20°CTigFE—5F, Bk SRR,
hyaluronan) on the lymph vessel wall. The deduced amino acid sequence of LYVE1 predicts a fETFE MR & 0.15% ProClin300 B4, 100 ug/mL &1
322-residue type | integral membrane polypeptide 41% similar to the CD44 HA receptor with a EAREM 509%H MAVEAEE MR,
212-residue extracellular domain containing a single Link module, the prototypic HA binding
domain of the Link protein superfamily. Like CD44, the LYVE1 molecule binds both soluble and
immobilized HA.
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IHC % LYVEL B (552 K1340497). IHC #7 LYVEL BE (152 K1340497).
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