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HMG-1/Y bind preferentially to the minor groove of A+T rich regions in double-stranded DNA. It EERM: BREIZHIE -20°CTREEFE—F, BRREFR.
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processing of mRNA transcripts. They are also involved in the transcription regulation of genes EAREM 50%H MAVEA T MR,
containing, or in close proximity to A+T-rich regions.
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