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UQCRC1(Cytochrome b-c1 complex subunit 1, mitochondrial), also named as QCR1 and EFEEMS: BREIZ B -20°CTE—F, Bk EFR.
UQCRY1, is a ubunit of the cytochrome bcl complex (complex Il1) of the mitochondrial fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
respiratory chain, may mediate the formation of the complex between cytochromes ¢ and c1. BEEERM 500 H AR ENR.
The gene encodes a 53 kDa protein with a 34 amino acids transit peptide. It is associated with
apoptosis or inhibition of cancer cell growth.
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