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This gene encodes a PDZ domain-containing protein. PDZ motifs are modular protein-protein
interaction domains consisting of 80-120 amino acid residues. PDZ domain-containing proteins
interact with each other in cytoskeletal assembly or with other proteins involved in targeting
and clustering of membrane proteins. The protein encoded by this gene interacts with
alpha-actinin-2 through its N-terminal PDZ domain and with protein kinase C via its C-terminal
LIM domains.
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