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Essential for cell viability. TAF9 and TAF9B are involved in transcriptional activation as well as fEFEEM: BREIZHE -20°CTEE—F, #RR SRR,
repression of distinct but overlapping sets of genes. May have a role in gene regulation fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
associated with apoptosis. TAFs are components of the transcription factor IID (TFIID) complex, EAREM 50%H MAVEA T MR,

the TBP-free TAFII complex (TFTC), the PCAF histone acetylase complex and the STAGA
transcription coactivator-HAT complex. TFIID or TFTC are essential for the regulation of RNA
polymerase ll-mediated transcription.
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IHC 4&3 TAFO BH(ES K1341772). IHC 3 TA 9 EE(&E% K1341772) IHC & TAF9 A (S K1341772).
& NEHE 42 ERE (S KSG1101) BE  #5%: NREF, A%SERE (K2 KSG1101) BE & AREH, 4%SERE (52 KS61101) EE
12-24 /N6, 12-24 /]\BS, 12-24 /)6,
AEEE: Tris-EDTA ABEER(pH 9.0) (KSG1203),  $AB{EE: Tris-EDTA ;c*!?{rgg“/&(pH 9.0) (KSG1203),  HAEHEE: Tris-EDTA HAEIEER(pH 9.0) (KSG1203),
98°C, 20 3. 98°C, 20 53¢, 98°C, 20 3.
i 1: 1500 157, 4°C B Z1'1: 1500 7518, 4°C A i 1: 1500 17, 4°C IBEE.
it Swision REALSE_M(LERE) MAE (8 S vus.onﬁewmt%% ﬁxmsﬁrﬁa) BIAE (38 =i S-vision BB S E —H(LE %) AR (5
S KB3906), ZE:BFE 20 575, S KB3906), =;B#5 20 S KB3906), ZE:BMFE 20 575H.
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