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Anti-CSRP3 ®RZREMIA
K1341853 Erlike '
FmiEl N F§
EBRSM ESFMaRTEaRER 3 IHC/IF SefSRLAks /S oest
Cardiac LIM protein, CLP, CMD1M, CMH12, CRP3,
FES CSRP3, Cysteine rich protein 3, LIM domain protein, Yigh: R, KE
cardiac, LMO4, MLP, Muscle LIM protein
SRR /NELCSRPS TAEE #RELL: 1:500-1: 1000
Uniprot ID P50462
MBTR IgG FEMERES: O
“itkH FEAL
TR RE (i iz, MIER, AR
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Positive regulator of myogenesis. Acts as cofactor for myogenic bHLH transcription factors EFERM: BREIZER 20°CTHEE—F, BRRE5R.
such as MYOD1, and probably MYOG and MYF6. Enhances the DNA-binding activity of the fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
MYOD1:TCF3 isoform E47 complex and may promote formation of a functional MYOD1:TCF3 EAREM 50%H MAVEA T MR,
isoform E47:MEF2A complex involved in myogenesis. Plays a crucial and specific role in the
organization of cytosolic structures in cardiomyocytes. Could play a role in mechanical stretch
sensing.
2y
IF #1 CSRP3 BRI (152 K1341853)(41) . IF #37 CSRP3 BH (152 K1341853)(4I€) .
FEdh: MR, 4%Z R (555 KSG1101) BEE Ham KR, 4%%RPAE (555 KSG1101) EE
12-24 1\B, 12-24 1)\BY.
MRES: Tris-EDTA FiRIEE & (pH 9.0) (KSG1203), MEREE: Tris-EDTA URIEE & (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 53§4.
F17: 3% BSA (58S KSGC305010) Y PBS AR, E $: 3% BSA (555 KSGC305010) B PBS AR, =
SBEE 30 D _ BIEE 30 %
—H1: 1: 800 #5%%, 4°C B R, —31: 1: 800 #1%, 4°C B IR,
ZH: Cy3 AR LLEER 1gG (H+L) (528 KB63909), 1: ZH: Cy3 ﬁﬁElll_iﬁ% 1gG (H+L) (525 KB63909), 1:
300 #%FE, EREE 1 /). 300 #%%E, ERMWBE 1/,
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