Cc~

COOKBIO #4sfiz
o <
Anti-YAP1 RZ5IEHE
(e akpi N -20°C
EmiER vd::]
EERLH HERIEERTF YAPL WB GiEENil
VAP1, COBL, YAP, YAP2, YAPG5, YKI, Yes associated iR A, DR, KR
F11E4 protein 1, Yap, 65 kDa Yes associated protein, Yorkie FEEELL: 1:300-1: 600
homolog T ’
SRR KLH BEEAIA YAP1 SBRAK PRTERE SR
Uniprot ID P46937 IHC/IF ReiEtAALE/RETN
T lgG wi: A
“itkH FEAL B 1 .
%tk: 1:200-1: 400
TR RE (i Az, AR
i =1 iﬂ: =] =1
WNSTE | WNHFE  54kDa/78kDa PRMEEER: ZEmiE, fvke
BR fBTFESMG
YAP1 is a transcriptional co-activator and its proliferative and oncogenic activity is driven by its fEFEEM: BREIZHE -20°CTEE—F, #RR SRR,
association with the TEAD family of transcription factors, which up-regulate genes that fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
promote cell growth and inhibit apoptosis. Several other functional partners of YAP1 were EAREM 50%H MAVEA T MR,
identified, including RUNX, SMADS, p73, ErbB4,TP53BP, LATS1/2, PTPN14, AMOTSs, and ZO1/2.
YAP1 and its close paralog, TAZ (WWTR1), are the main effectors of the Hippo tumor suppressor
pathway.
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IHC #:7 YAPL BE1 (152 K1341928). IHC h,JﬂJ VAP B (52 K1341928).
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