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As a component of the GATOR1 complex functions as an inhibitor of the amino acid-sensing fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
branch of the TORC1 pathway. The GATOR1 complex strongly increases GTP hydrolysis by fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
RRAGA and RRAGB within RRAGC-containing heterodimers, thereby deactivating RRAGs, EAREM 50%H MAVEA T MR,

releasing mTORC1 from lysosomal surface and inhibiting mTORC1 signaling. The GATOR1

complex is negatively regulated by GATOR2 the other GATOR subcomplex in this amino

acid-sensing branch of the TORC1 pathway.
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