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ENIGMA, LIM mineralization protein, LMP, PDLIM7,
IES PDZ and LIM domain 7 (enigma), PDZ and LIM Yigh: R, KE
domain protein 7
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Uniprot ID Q3TJD7
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May function as a scaffold on which the coordinated assembly of proteins can occur. May play a fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
role as an adapter that, via its PDZ domain, localizes LIM-binding proteins to actin filaments of fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
both skeletal muscle and nonmuscle tissues. Involved in both of the two fundamental BEEERM 500 H AR ENR.

mechanisms of bone formation, direct bone formation (e.g. embryonic flat bones mandible

and cranium), and endochondral bone formation (e.g. embryonic long bone development).

Plays a role during fracture repair. Involved in BMP6 signaling pathway (By similarity).
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