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Essential component of the NELF complex, a complex that negatively regulates the elongation fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
of transcription by RNA polymerase Il (By similarity). The NELF complex, which acts via an fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
association with the DSIF complex and causes transcriptional pausing, is counteracted by the EAREM 50%H MAVEA T MR,
P-TEFb kinase complex (By similarity). Provides the strongest RNA binding activity of the NELF
complex and may initially recruit the NELF complex to RNA (By similarity).
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WB mﬂu NELFe ZH (S K1342759). IHC #3U NELFe éé(;ﬁ% K1342759). IHC % NELFe B (152 K1342759).
a2 RIPA HRKR (52 KSG2002)MEME AR, e KRR, 4% 2R P (555 KSG1101) EE B KBRER, 4%SRFE (555 KSG1101) EE
£17: 3% RS IH(ES KSGC310001);AF TBST A,  12-24 /)BT, 12-24 /B,
EREF 1)\, NRBE ITERAFEERTH, pH 6.0) (KSG1201), HEMBE ITERIFEERTH, pH 6.0) (KSG1201),
—41: 1: 500 #%57%, 4°C BEIR. 98°C, 20 73§ 98°C, 20 73§F
— 4 HRP ATiRLLIE 5 1gG (H+L) (592 KB69909), 1:  —¥i: 1: 1500 #5675, 4°C JEITE. “H11: 1500 ﬁ%ﬁ, 4°C WEER.
5000 ##8, ZREE 1 /8. Z$t S-vision %riﬁ%%? }J’TXU.I¥}J'%) ENAE (58 ¥t S-vision REAKSB _H(LFERR), AR (
= KB3906), E:BFE 20 S KB3906), ZE:BMFE 20 575H.
For Research Use Only! Ver. No.: V1-202603

ﬁiﬂﬂ%ﬁfi%ﬂ*ﬁﬁﬂﬁﬁﬁ www.cookbio.cn \ 400-6027-270

Tk
COOKBIO Mt R XD RBIFREARAF R K SH K388 S EMESMIERR 22k



