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Anti-Reptin/TIP49B/RUVB2 %ZFipEHiiF
K1343902 BNk aiks
~miEs W FA
BEREH RuvB HEH 2 IHC/IF SRR S/GBRN
48 kDa TBP interacting protein, CGl 46, ECP 51,
FES ECP51, INO80 complex subunit J, INO80J, Repressing Yigh: R, KE
pontin 52, REPTIN
GEE KLH {BEXf9/\E Reptin/TIP49B/RUVB2 &Lk &ERREL: 1:800-1: 1600
Uniprot ID Q9WTM5
MBTR IgG FEMEmR. 2N
“itkH FM4Ak
TR RE (i iz
R ETEFMF
Possesses single-stranded DNA-stimulated ATPase and ATP-dependent DNA helicase (5' to 3') EESS: AWIIZERE 20°CTEE—F, BRREFR.
activity; hexamerization is thought to be critical for ATP hydrolysis and adjacent subunits in the fETERPR: & 0.15% ProClin300 BAEHI, 100 pg/mL 41
ring-like structure contribute to the ATPase activity . Component of the NuA4 histone EAREM 50%H MAVEA T MR,
acetyltransferase complex which is involved in transcriptional activation of select genes
principally by acetylation of nucleosomal histones H4 and H2A . This modification may both
alter nucleosome-DNA interactions and promote interaction of the modified histones with
other proteins which positively regulate transcription .
S
IF % Reptin/TIP49B/RUVB2 BH (K2 IF #&: Reptin/TIP49B/RUVB2 B A (52
K1343902)(41) . K1343902)(4I®) .
i NREH, 4%SRAE (S KSG1101) EE B KREN, 4%SREPE (55 KSG1101) EE
12-24 /]\BY, 12-24 /]\BY.
MRES: Tris-EDTA iRIEE &K (pH 9.0) (KSG1203), MREE: Tris-EDTA FURIEE & (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 53§4.
F17: 3% BSA (58S KSGC305010) HJ PBS AR, = HH): 3% BSA (535 KSGC305010) B9 PBS J&%K, =
RIS 30 . ~ RIS 30 2.
—¥1: 1: 1200 #53%%, 4°C IFEER. —1: 1: 1200 #%%%, 4°C FEER.
ZH: Cy3 ARIBLLEHISR 1gG (H+L) (595 KB63909), 1:  Zii: Cy3 #HBLLEHIR IgG (H+L) (55 KB63909), 1:
300 #%FF, EREE 1 /). 300 #%%E, ERME 1/,
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