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' BAF60A, BRG1 associated factor 60A, CRACD1, Rsc6p,
SMARCD1, SWI/SNF complex 60 kDa subunit . J\EF 5§
% / lex 60 kDa sub i R, KR
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Involved in transcriptional activation and repression of select genes by chromatin remodeling fEFEEM: BREIZHE -20°CTEE—F, #RR SRR,
(alteration of DNA-nucleosome topology). Component of SWI/SNF chromatin remodeling fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
complexes that carry out key enzymatic activities, changing chromatin structure by altering BEEERM 500 H AR ENR.

DNA-histone contacts within a nucleosome in an ATP-dependent manner. Belongs to the
neural progenitors-specific chromatin remodeling complex (npBAF complex) and the
neuron-specific chromatin remodeling complex (nBAF complex). During neural development a
switch from a stem/progenitor to a postmitotic chromatin remodeling mechanism occurs as
neurons exit the cell cycle and become committed to their adult state.
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