Cc

COOKBIO#MBHR

Anti-ATP6V1B2 RZSREHE

(WRZENZYN -20°C

RS RiF
EHRLH B! V BUBRF ATP B5 B & WB GiEENil
e ATP6B1B2, ATP6B2, HO57, V ATPase subunit B 2, wH: A, DR, KR

VATB, Vma2, VPP3 #LL: 1:1000-1: 3000

GBIz KLH {BB%A9/\E& ATP6V1B2 &ALk .
Uniprot ID P62814 AA-. - W
RIATER G IHC/IF SefERLRLE /Gyt
“itk5 FMA WiF: KR
LA REM, B TELL: 1:500-1: 2000
FNAFE | MWSFE  57kDa/58kDa EER: §

= fETFERM

fEFEEM: BREIZHE -20°CTEE—F, #RR SRR,
fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
EREAM 50%HhIBBIEE TR,

Non-catalytic subunit of the V1 complex of vacuolar(H+)-ATPase (V-ATPase), a multisubunit
enzyme composed of a peripheral complex (V1) that hydrolyzes ATP and a membrane integral
complex (V0) that translocates protons. V-ATPase is responsible for acidifying and maintaining
the pH of intracellular compartments and in some cell types, is targeted to the plasma
membrane, where it is responsible for acidifying the extracellular environment. In renal
intercalated cells, can partially compensate the lack of ATP6V1B1 and mediate secretion of
protons (H+) into the urine under base-line conditions but not in conditions of acid load.
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