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RhoA is a member of the Rho family of small GTPases, which cycle between inactive BERM: BREIZER 20°CTEEFE—F, SRk S5,
GDP-bound and active GTP-bound states and function as molecular switches in signal fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
transduction cascades. Rho proteins promote reorganization of the actin cytoskeleton and EAREM 50%H MAVEA T MR,

regulate cell shape, attachment, and motility. Overexpression of RhoA is associated with tumor
cell proliferation and metastasis. RhoA signalling is critical to many cellular processes including
migration, mechanotransduction, and is often disrupted in carcinogenesis.
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HRIEE: Tris-EDTA FURIEE R (pH 9.0) (KSG1203),  ABIEE: Tris-EDTA HURIEEHK(pH 9.0) (KSG1203),  HRIEE: Tris-EDTA HREE MK (pH 9.0) (KSG1203),
98°C, 20 53%h. 98°C, 20 534 98°C, 20 £3%h.
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