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The DnaJ family is one of the largest of all the chaperone families and has evolved with diverse
cellular localization and functions. The presence of the J domain defines a protein as a
member of the DnaJ family. DnaJ heat shock induced proteins are from the bacterium
Escherichia coli and are under the control of the htpR regulatory protein. The DnaJ proteins
play a critical role in the HSP 70 chaperone machine by interacting with HSP 70 to stimulate
ATP hydrolysis.
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