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Part of the endoplasmic reticulum membrane protein complex (EMC) that enables the
energy-independent insertion into endoplasmic reticulum membranes of newly synthesized
membrane proteins. Preferentially accommodates proteins with transmembrane domains that

are weakly hydrophobic or contain destabilizing features such as charged and aromatic
residues. Involved in the cotranslational insertion of multi-pass membrane proteins in which
stop-transfer membrane-anchor sequences become ER membrane spanning helices. It is also
required for the post-translational insertion of tail-anchored/TA proteins in endoplasmic

reticulum membranes.
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